. Fluorescence distribution in the control population and the population transformed with the yEGFP-fused genomic library. After construction of the library by insertion of genomic fragments from the EC1118 strain in promoterless yEGFPcoding vectors and transformation of the library in the CEN.PK strain (on the right), around 4% of the population were above the auto-fluorescence threshold (dashed line) determined with the control population (on the left).
obtained by directed mutagenesis. Mean expression and noise levels conferred in the 59A strain by the pCUP1 S288c and pCUP1 EC1118 variants and by the pCUP1 S288c mutants obtained by directed mutagenesis are shown after induction overnight by 5µM CuSO 4 . The SNP between pCUP1 S288c and pCUP1 EC1118 are numbered from 1 to 3 from upstream to downstream. Data are means of three independent cultures, and error bars are standard deviations. A significant statistical difference between mean or noise levels conferred by the promoter variants is represented by (*) when p<0.05 in T test. 
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